Appendix 3:

Alignment of Herpes Virus Simplex-1 (HSV-1), Herpes Virus Simplex-2 (HSV-2),
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H3V-1 DALEAQRDLEELRCRDFEASLE-——-20R AR TEEVGLEVEKY LESIVAFAETVATMENLNS 576

HEV-2 DALRAQRDLRELRCQDEDT SLS---AQARETEEVELEVEKYLRFOVAFAEVVAIMRGLNS 592
VIV SANAVASCMRSLE-QDNDSCLIDFGESGFMADNITAFMERYLMESINTEEQIEVFERLAC 555
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HIV-1 IMGRTRFIYLALLEACLRVEMATRSSATFRRIYDHYATGVIPTINVIGELELVALEPTLN &34
HEV-2 LVERIRFIYLVLLEACLRVEMARHSSATFERLYDHYATGVIFTINAAGELELVALHPTLN &52

VIV BIEQPELVNIATLGACIRIPFEALEAFDVEQEIYTHYASGWFEVLDETGEFSTIATITTAEN 615
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H3V-1 MELLCLCSTMARRLHWDSARGGSGRTFGEDDVLDLLT FHYDEYMJLVFELGHCNVI 696
H3V-2 VAFVRELFRLCSTMA A CLOWDSMAGEIGRIFSFEDVLELLNFHYDEYMQLVFELGHCHVI 712
VIV LITHWELFRRCAYTAKTLEWNESTEGCV TGV LDTDINTLFNQHGDSLAQLIFEVMRCNVT 675
khkr ks 2k kaka ox ok, . TR T khakdr hdEd
H3V-1 JELLLSEEﬁﬁFR’“311533?———:Ra5}SEIJHAJll"BIIKaEL"G?QFiBSI“IF?G 753
H3V-2 GEFLLSEDAVERVADARL P-—-PRG3VSETERALSLFEIIWGELFGVQLAKSTQIFEG 769
VIV JAKIILNR?JKRTIJ_LJ HN“”" {PTFTEHEYNIALFRLIWEQLFGREVIKSTQTIFEE 735
,omr o1 Lk R a k k% - promn aakhkarakd shEd aaahhiiiias
H3V-1 AGEVENLIKQTIIVGLLDAHHIDHSACRTHRQLYALIMAHKREFAGARFELEVEAWGE—-C 811
H3V-2 AGEVENLIKFAIVELLDAHRIDHSACRTHRQLYALIMAHRKREFAGRRFELEAPAWGR—-C 827
VIV STEVENLEKKDLETLLDSINVDRSACRTYRQLYNLILMSARASFSQRRYKITAPAWAREVY 795
Rhkdkd ka1 khk:  ahakhddhadiii kkkakaa kx  kak: _ kkk 4
H3V-1 LRTHSS5ANFNADIILEAATL.SELPTEAWEMMQGAVNESTL 851
H3V-2 LRTHASG%QTNTDIILE%:LSEL TEﬂn MQGEVNEFSTL 867
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