CAPITULO 9. BIBLIOGRAFIA

Altschul SF, Gish W, Miller W, Myers EW, Lipman DJ. 1990. Basic local alignment search tool.
J Mol Biol 215:403-410. http://www.ncbi.nlm.nih.gov/BLAST/

Bardou F, Quémard A, Dupont M, Horn C, Marchal G, Daffé M. 1996. Effects of Isoniazid on
Ultrastructure of Mycobacterium aurum and Mycobacterium tuberculosis on Production of
Secreted Proteins. Antimicrob Agents Chemother 40(11): 2459-67.

Bardou F, Raynaud C, Ramos C, Lanéelle MA, Lanéelle G. 1998. Mechanism of isoniazid uptake
in Mycobacterium tuberculosis. Microbiology 144:2539-44.

Bekierkunst A. 1966. Nicotinamide-Adenine Dinucleotide in Tubercle Bacilli Exposed to
Isoniazid. Science 152:525-6.

Berman HM, Westbrook J, Feng Z, Gilliland G, Bhat TN, Weissig H, Shindyalov IN, Bourne PE.
2000. The Protein Data Bank Nucleic Acids Res 28:235-42. Brookhaven Protein Data Bank
http://www.rcsb.org/pdb/

Boeckmann B, Bairoch A, Apweiler R, Blatter M-C, Estreicher A, Gasteiger E, Martin M.J,
Michoud K, O’Donovan C, Phan I, Pilbout S, Schneider M. 2003.The Swiss-Prot protein
knowledgebase and its supplement TTEMBL in 2003. Nucleic Acids Res 31:365-70. Swiss
Institute of Bioinformatics http://us.expasy.org/sprot/

Bulatovic VM, Wengenack N, Uhl FR, Hall L, Roberts GD, Cockerill FR, Rusnak F. 2002.
Oxidative Stress Increases Susceptibility of Mycobacterium tuberculosis to Isoniazid.
Antimicrob Agents Chemother 46(9):2765-71.

Chatterjee D. 1997. The mycobacterial cell wall: structure, biosynthesis and sites of drug action.
Curr Opin Chem Biol 1(4):579-88.

Cole ST, Brosch R, Parkhill J, Garnier T, Churcher C, Harris D, Gordon SV, Eiglmeier K, Gas S,
Barry III CE, Tekaia F, Badcock K, Basham D, Brown D, Chillingworth T, Connor R,
Davies R, Devlin K, Feltwell T, Gentles S, Hamlin N, Holroyd S, Hornsby T, Jagels K,
Krogh A, McLean J, Moule S, Murphy L, Oliver K, Osborne J, Quail MA, Rajandream M-
A, Rogers J, Rutter S, Seeger K, Skelton J, Squares R, Squares S, Sulston JE, Taylor K,
Whitehead S y Barrell BG. 1998. Deciphering the biology of Mycobacterium tuberculosis
from the complete genome sequence. Nature 393:537-45.

Couchane S, Lippai I, Magliozzo RS. 2000. Catalase-Peroxidase (Mycobacterium tuberculosis
KatG) Catalysis and Isoniazid Activation. Biochemistry 39:9975-83.

Couchane S, Girotto S, Yu S, Magliozzo RS. 2002. Identification and Characterization of Tyrosyl
Radical Formation in Mycobacterium tuberculosis Catalase-Peroxidase (KatG). J Biol
Chem 277(45):42633-8.

Cuff JA, Clamp ME, Siddiqui AS, Finlay M, Barton GJ. 1998. Jpred: A Consensus Secondary
Structure Prediction Server. Bioinformatics 14:892-3.
http://www.compbio.dundee.ac.uk/~www-jpred/

45



Desmet J, De Maeyer M, Spriet J, Lasters 1. 2000. Flexible Docking of Peptide Ligands to
Proteins. En: Webster M editor. Protein Structure Prediction: Methods and Protocols. New
Jersey: Humana Press. p 359-76.

Dye C, Williams BG, Espinal MA, Raviglione MC. 2002. Erasing the World’s Slow Stain:
Strategies to Beat Multidrug-Resistant Tuberculosis. Science 295:2042-6.

Fauci A. 1998. New and Reemerging Diseases: The Importance of Biomedical Research.
Emerging Infectious Diseases 4(3):374-8.

Fersht A. 1999. Structure and Mechanism in Protein Science: A Guide to Enzyme Catalysis and
Protein Folding. New York: W.H. Freeman. 631 p.

Florez J, Mediavilla A. 1992. Farmacologia de las infecciones por micobacterias. En: Florez J,
Armijo J, Mediavilla A, directores. Farmacologia humana. 2* ed. Barcelona: Masson. p
1069-80.

Force Field Manual. The Tripos Bookshelf version 6.7. 2000. Tripos Inc.

Frishman D, Argos P. 1996. Incorporation of non-local interactions in protein secondary structure
prediction from the amino-acid sequence. Prot Eng 9:133-42. http://www-db.embl-
heidelberg.de/jss/servlet/de.embl.bk.wwwTools.GroupLeftEMBL/argos/predator/predator
info.html

Garbe TR, Hibler NS, Deretic V. 1996. Isoniazid Induces Expression of the Antigen 85 Complex
in Mycobacterium tuberculosis. Antimicrob Agents Chemother 40(7):1754-6.

George KM, Yuan Y, Sherman DR, Barry III CE. 1995. The Biosynthesis of Cyclopropanated
Mycolic Acids in Mycobacterium tuberculosis. J Biol Chem 270(45):27292-8.

Guex N, Peitsch MC. 1997. SWISS-MODEL and the Swiss-PdbViewer: An environment for
comparative protein modelling. Electrophoresis 18:2714-23. http://swissmodel.expasy.org

Heym B, Alzari PM, Honoré N, Cole ST. 1995. Missense mutations in the catalase-peroxidase
gene, katG, are associated with isoniazid resistance in Mycobacterium tuberculosis. Mol
Microbiol 15(2):235-45.

Jensen MM, Wright DN. 1993. Introduction to Microbiology for the Health Sciences. 3* ed.
Englewood Cliffs: Prentice-Hall. 700 p.

Johnsson K, Schultz PG. 1994. Mechanistic Studies of the Oxidation of Isoniazid by the Catalase
Peroxidase from Mycobacterium tuberculosis. J Amer Chem Soc 116:7425-6.

Jones DT. 2000. A Practical Guide to Protein Structure Prediction. En: Webster M editor. Protein
Structure Prediction: Methods and Protocols. New Jersey: Humana Press. p 131-54.

Kelley LA, MacCallum RM, Sternberg MJE. 2000. Enhanced Genome Annotation using
Structural Profiles in the Program 3D-PSSM. J Mol Biol 299(2)499-520.
http://www.sbg.bio.ic.ac.uk/~3dpssm/

Kumate J, Gutiérrez G, Mufioz O, Santos J. 1998. Manual de Infectologia Clinica, 15* ed.
Meéxico: Méndez. 703 p.

Lukat-Rodgers GS, Wengenack NL, Rusnak F, Rodgers KR. 2000. Spectroscopic Comparison of
the Heme Active Site in WT KatG and Its S315T Mutant. Biochemistry 39: 9984-93.

46



Lukat-Rodgers GS, Wengenack NL, Rusnak F, Rodgers KR. 2001. Carbon Monoxide Adducts of
KatG and KatG(S315T) as Probes of the Heme Site and Isoniazid Binding. Biochemistry
40:7149-57.

Magliozzo RS, Marcinkeviciene J. 1996. Evidence for Isoniazid Oxidation by Oxyferrous
Mycobacterial Catalase-Peroxidase. J Amer Chem Soc 118: 11303-4.

Mdluli K, Slayden RA, Zhu Y, Ramaswamy S, Pan X, Mead D, Crane DD, Musser JM, Barry II
CE. 1998. Inhibition of a Mycobacterium tuberculosis -Ketoacyl ACP Synthase by
Isoniazid. Science 280:1607-10.

Morris S, Han Bai G, Suffys P, Portillo-Gomez L, Fairchok M, Rouse D. 1995. Molecular
Mechanisms of Multiple Drug Resistance in Clinical Isolates of Mycobacterium
tuberculosis. J Infect Dis 171:954-60

Murray P, Drew L, Kobayashi G, Thompson J. 1992. Microbiologia Médica. Madrid: Times-
Mirror. 725 p.

Musser JM, Kapur V, Williams DL, Kreiswirth BN, van Soolingen D, van Embden J. 1996.
Characterization of Catalase-Peroxidase Gene (katG) and inhA Locus in Isoniazid-Resistant
and —Susceptible Strains of Mycobacterium tuberculosis by Automated DNA Sequencing:
Restricted Array of Mutations Associated with Drug Resistance. J Infect Dis 173: 196-202.

Mutschler E, Derendorf H, Schéfer-Korting M, Elrod K, Estes K. 1995. Drug Actions: Basic
Principles and Therapeutic Aspects. Stuttgart: Medpharm. 799 p.

Nelson DL, Cox MM. 2000. Lehninger Principles of Biochemistry 3a ed. New York: Worth
Publishers. 1152 p.

Peitsch MC. 1995. Protein modeling by E-mail. Bio/Technology 13:658-60.

Peitsch MC. 1996. ProMod and Swiss-Model: Internet-based tools for automated comparative
protein modelling. Biochem Soc Trans 24:274-9.

Powers L, Hillar A, Loewen PC. 2001. Active site structure of the catalase-peroxidase from
Mycobacterium tuberculosis and Escherichia coli by extended X-ray absorption fine
structure analysis. Biochim Biophys Acta 1546:44-54.

Richardson JS, Richardson DC. 1989. Principles and Patterns of Protein Conformation. En:
Fasman GD editor. Prediction of Protein Structure and the Principles of Protein
Conformation. New York: Plenum Press. p. 1-98.

Rodriguez R, Chinea G, Lopez N, Pons T, Vriend G.1998. Homology modeling, model and
software evaluation: three related resources. CABIOS 14: 523-8.
http://www.cmbi.kun.nl/gv/servers/ WIWWWI/

Rouse DA, Li Z, Bai G, Morris SL. 1995. Characterization of the katG and inhA Genes of
Isoniazid-Resistant Clinical Isolates of Mycobacterium tuberculosis. Antimicrob Agents
Chemother 39 (11):2472-7.

Rozwarski DA, Grant GA, Barton DHR, Jacobs WR, Sacchettini JC. 1998. Modification of the
NADH of the Isoniazid Target (InhA) from Mycobacterium tuberculosis. Science 279:98-
102.

47



Saint-Joanis B, Souchon H, Wilming M, Johnsson K, Alzari PM, Cole ST. 1999. Use of site-
directed mutagenesis to probe the structure, function and isoniazid activation of the
catalase/peroxidase, KatG, from Mycobacterium tuberculosis. Biochem J 338: 753-60.

Sanchez R, Sali A. 2000. Comparative Protein Structure Modeling. En: Webster M editor.
Protein Structure Prediction: Methods and Protocols. New Jersey: Humana Press. p 97-129.

Seydel JK, Schaper K, Wempe E, Cordes HP. 1976. Mode of Action and Quantitative Structure-
Activity Correlations of Tuberculostatic Drugs of the Isonicotinic Acid Hydrazide Type. J
Med Chem 19(4):483-92.

Sherman DR, Mdluli K, Hickey MJ, Arain TM, Morris SL, Barry CE, Stover CK.1996.
Compensatory ahpC Gene Expression in Isoniazid-Resistant Mycobacterium tuberculosis.
Science 272:1641-3.

Slayden R, Barry III CE. 2000. The genetics and biochemistry of isoniazid resistance in
Mycobacterium tuberculosis. Microbes Infect 2:659-69.

Thompson JD, Higgins DG, Gibson TJ. 1994. CLUSTAL W: improving the sensitivity of
progressive multiple sequence alignment through sequence weighting, position-specific gap
penalties and weight matrix choice. Nucleic Acids Res 22(22):4673-80. European
Bioinformatics Institute http://www.ebi.ac.uk/clustalw

Todorovic S, Juranic N, Macura S, Rusnak F. 1999. Binding of 15N-Labeled Isoniazid to KatG
and KatG(S315T): Use of Two-Spin [zz]-Order Relaxation Rate for 15N-Fe Distance
Determination. J Amer Chem Soc 121:10962-6.

Vriend G. 1990. WHAT IF: a molecular modelling and drug design program. J Mol Graph 8:52-
6.

Wang J, Burger RM, Drlica K. 1998. Role of Superoxide in Catalase-Peroxidase-Mediated
Isoniazid Action against Micobacteria. Antimicrob Agents Chemother 42(3):709-11.

Wengenack NL, Todorovic S, Yu L, Rusnak F. 1998. Evidence for Differential Binding of
Isoniazid by Mycobacterium tuberculosis KatG and the Isoniazid-Resistant Mutant
KatG(S315T). Biochemistry 37:15825-34.

Wegenack NL, Hoard HM, Rusnak F. 1999. Isoniazid Oxidation by Mycobacterium tuberculosis
KatG: A Role for Superoxide Which Correlates with Isoniazid Susceptibility. J Amer Chem
Soc 121:9748-9.

Wengenack NL, Lopes H, Kennedy MJ, Tavares P, Pereira AS, Moura I, Moura JJG, Rusnak F.
2000. Redox Potential Measurement of the Mycobacterium tuberculosis Heme Protein
KatG and the Isoniazid-Resistant Enzyme KatG(S315T): Insights into Isoniazid Activation.
Biochemistry 39:11508-13.

Wengenack N, Rusnak F. 2001. Evidence for Isoniazid-Dependent Free Radical Generation
Catalyzed by Mycobacterium tuberculosis KatG and the Isoniazid-Resistant Mutant
KatG(S315T). Biochemistry 40:8990-6.

Wilming M, Johnsson K. 2001. Inter- and intramolecular domain interactions of the catalase-
peroxidase KatG from M.tuberculosis. FEBS Letters 509:272-6.

48



World Health Organization. 1997. Treatment of Tuberculosis: Guidelines for National
Programmes, 2% ed. Geneva, WHO/TB/97.220
http://www.who.int/gtb/publications/ttgnp/index.htm

World Health Organization. 2000. Anti-tuberculosis Drug Resistance in the World. Geneva
http://www.who.int/gtb/publications/dritw/

World Health Organization. 2002a. Tuberculosis Fact Sheet No 104 Revised August 2002.
Geneva. http://www.who.int/mediacentre/factsheets/who104/en/print.html

World Health Organization. 2002b. Annual Report 2001. Stop TB. Geneva,
WHO/CDS/STB/2002.17 http://www.stoptb.org/material/Final report2001.pdf

World Health Organization. 2002c. Global Tuberculosis Control: Surveillance, Planning,
Financing. WHO Report 2002. Geneva, WHO/CDS/TB/2002.295
http://www.who.int/gtb/publications/globrep02/index.html

World Health Organization. 2002d. An Expanded DOTS Framework for Effective Tuberculosis
Control. Geneva. WHO/CDS/TB/2002.29 http://www.who.int/gtb/dots/2002-297.htm

World Health Organization. 2002e. TDR Strategic Direction: Tuberculosis. Geneva.
http://www.who.int/tdr/diseases/tb/direction.htm

Yamada Y, Fujiwara T, Sato T, Igarashi N, Tanaka N. 2002. The 2.0 A crystal structure of
catalase-peroxidase from Haloarcula marismortui. Nat Struct Biol 9(9):691-5.

Yu S, Girotto S, Lee C, Magliozzo RS. 2003. Reduced Affinity for Isoniazid in the S315T
Mutant of Mycobacterium tuberculosis KatG is a Key Factor in Antibiotic Resistance. J

Biol Chem, publicado como manuscrito en www.jbc.org/cgi/reprint/M3000326200v1.pdf
Consultado en 29-03-2003.

Zamock M, Regelsberger G Jakopitsh C, Obinger C. 2001. The molecular peculiarities of
catalase-peroxidases. FEBS Letters 492:177-82.

49



