
5 DISCUSSION 

The telomere length heterogeneity found in S. paradoxus correlates directly with the overall 

genetic variability found within this species. Intense human selection has decreased the 

variability in the S. cerevisiae strains. This difference in variation may also be accentuated as a 

direct result of the location of isolation. Most of the S. cerevisiae strains were isolated from 

breweries or wineries, while S. paradoxus strains were isolated from soil or trees.  

  

 There is an observed correlation between telomere length and isolate location. North 

American isolates have similar telomeric lengths, while Far East strains had similarly long 

telomeres. How have the mechanisms of telomere length regulation evolved to maintain 

populations with different telomeric lengths? Are shorter or longer telomeres advantageous under 

certain conditions? Clearly, having naturally shorter or longer telomeres does not implicate a 

less/more genetically stable population. Would telomerase be more active in shorter telomeric 

strains? Evolutionary and ecological questions arise when one tries to explain genetic variability.  

 

 Identification of more of the genetic components involved in the two telomerase-

independent survival pathways mechanisms was supplemented. The discovery of Type I Y’ 

amplification independent survivors shed light on the possibility of alternative sequence 

amplification. These have not been identified, but several Telomeric Associated Sequences 

candidates could be speculated to be amplified. Similarly, the discovery of type II RAD50 

independent survivors indicate an alternative mechanism to overcome telomerase independent 

telomere maintenance. An almost 50/50 ratio between both pathways is also interesting to point 

out. Are survival pathways genetically inscribed or do they depend on the specific caracteristics 

of each individual cell? 

 

  

 

 

 



 The rapid rates of senescence observed in strains with long telomeres, and the slow 

senescence rates in short telomere strains might indicate that post-survival mechanisms for 

elongation of telomeres are not solely dependent on telomere length. Clearly, it must be 

necessary, in future experiments, to observe if S. paradoxus behaves in a unique manner, or if the 

mechanisms and processes that it undertakes can be extrapolated to the Saccharomyces sensu 

stricto complex. 

 
 


